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Blood samples were drawn at baseline, and pembrolizumab treatment was administered every 3 weeks.
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Clinical validation for immunotherapy monitoring 
INSPIRE trial
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Predict immunotherapy benefit as early as 
week 6 with ctDNA dynamics
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aHR: 0.38

95% CI: 0.19-0.58

aHR: 0.36
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A decrease in ctDNA relative to baseline at the beginning of cycle 3 is a strong predictor of PFS and OS
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ctDNA clearance at any time is correlated with overall survival
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100% OS for patients who achieved ctDNA clearance during treatment

*Median of 25.4 months of follow-up beyond first clearance
ctDNA clearance defined as ctDNA undetectable for at least one on-treatment time point

OS among patients with at least two ctDNA time points stratified by 
clearance of ctDNA
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Signatera has been developed and its performance characteristics determined by the CLIA-certified laboratory performing the test. The test has not been cleared or approved by the US Food and Drug 
Administration (FDA). CAP accredited, ISO 13485 certified, and CLIA certified. © 2023 Natera, Inc. All Rights Reserved.

Learn more at  http://www.natera.com/clinical-trials/ 

http://www.natera.com/clinical-trials/?utm_source=Endpoints&utm_campaign=pharmaemails&utm_medium=Email&utm_content=bratman
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